Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.119; data-to-parameter ratio = 14.2.
Related literature
For title compound has been characterized as part of our programme for the synthesis of Schiff bases derived from 2,3dimethylaniline, see: Hussain et al. Mo K radiation = 0.07 mm À1 T = 296 K 0.32 Â 0.25 Â 0.14 mm
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.982, T max = 0.988 13196 measured reflections 3116 independent reflections 2296 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.119 S = 1.02 3116 reflections 219 parameters H-atom parameters constrained Á max = 0.13 e Å À3 Á min = À0.13 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C18-C23 ring. Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. The title compound (I, Fig. 1 ) is being reported in continuation to synthesize various Schiff bases (Hussain et al., 2010; (Sarfraz et al., 2010; Tahir et al., 2010a; Tahir et al., 2010b; Tariq et al., 2010) (Bernstein et al., 1995) . There exists π-π interaction between the centroids of phenyl rings C at a distance of 3.5958 (12) Å [symmetry code: 1 -x, 1 -y, -z]. The C-H···π interaction (Table 1) also play an important role in stabilizing the molecules.
Experimental
Equimolar quantities of 2,3-dimethylaniline and benzil were refluxed in methanol for 1 h. The yellow solution obtained was kept at room temperature to afford yellow prisms in 12 h.
Refinement
All H-atoms were positioned geometrically (C-H = 0.93, 0.96 Å) and refined as riding with U iso (H) = xU eq (C), where x = 1.2 for aryl and x = 1.5 for methyl H-atoms. 
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Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C18-C23 ring. 
